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Breeding of fire blight resistant scions and rootstocks is a goal of several
international apple breeding programs, as options are limited for management of
this destructive disease caused by the bacterial pathogen Erwinia amylovora. A
broad, large-effect quantitative trait locus (QTL) for fire blight resistance has been
reported on linkage group 3 of Malus ‘Robusta 5’. In this study we identified
markers derived from putative fire blight resistance genes associated with the QTL
by integrating further genetic mapping studies with bioinformatics analysis of
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